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<210> 1 
<211> 1619 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21) . . (1009) 

<220> 

<221> mat_peptide 
<222> (365) . . (1009) 

<220> 

<221> sig_peptide 
<222> (21) . . (1009) 



<400> 1 

tcagatttcc atcagcagg atg tgg ggg etc aag gtt ctg ctg eta cct gtg 52 

Met Trp Gly Leu Lys Val Leu Leu Leu Pro Val 

-110 -105 



gtg age ttt get ctg tac cct gag gag ata ctg gac ace cac tgg gag 100 
Val Ser Phe Ala Leu Tyr Pro Glu Glu lie Leu Asp Thr His Trp Glu 
-100 -95 -90 



eta tgg aag aag ace cac agg aag caa tat aac aac aag gtg gat gaa 148 
Leu Trp Lys Lys Thr His Arg Lys Gin Tyr Asn Asn Lys Val Asp Glu 
-85 -80 -75 

ate tct egg cgt tta att tgg gaa aaa aac ctg aag tat att tec ate 196 
lie Ser Arg Arg Leu lie Trp Glu Lys Asn Leu Lys Tyr lie Ser lie 
-70 -65 -60 

cat aac ctt gag get tct ctt ggt gtc cat aca tat gaa ctg get atg 244 
His Asn Leu Glu Ala Ser Leu Gly Val His Thr Tyr Glu Leu Ala Met 
-55 -50 -45 

aac cac ctg ggg gac atg acc agt gaa gag gtg gtt cag aag atg act 292 
Asn His Leu Gly Asp Met Thr Ser Glu Glu Val Val Gin Lys Met Thr 
-40 " -35 -30 -25 



gga etc aaa gta ccc ctg tct cat tec cgc agt aat gac acc ctt tat 340 

Gly Leu Lys Val Pro Leu Ser His Ser Arg Ser Asn Asp Thr Leu Tyr 

-20 -15 -10 

ate cca gaa tgg gaa ggt aga gec cca gac tct gtc gac tat cga aag 388 

lie Pro Glu Trp Glu Gly Arg Ala Pro Asp Ser Val Asp Tyr Arg Lys 

-5-11 5 

aaa gga tat gtt act cct gtc aaa aat cag ggt cag tgt ggt tec tgt 436 

Lys Gly Tyr Val Thr Pro Val Lys Asn Gin Gly Gin Cys Gly Ser Cys 

10 15 20 

tgg get ttt age tct gtg ggt gee ctg gag ggc caa etc aag aag aaa 484 

Trp Ala Phe Ser Ser Val Gly Ala Leu Glu Gly Gin Leu Lys Lys Lys 

25 30 35 40 

act ggc aaa etc tta aat ctg agt ccc cag aac eta gtg gat tgt gtg 532 

Thr Gly Lys Leu Leu Asn Leu Ser Pro Gin Asn Leu Val Asp Cys Val 

45 50 55 

tct gag aat gat ggc tgt gga ggg ggc tac atg acc aat gee ttc caa 580 

Ser Glu Asn Asp Gly Cys Gly Gly Gly Tyr Met Thr Asn Ala Phe Gin 

60 65 70 

tat gtg cag aag aac egg ggt att gac tct gaa gat gee tac cca tat 628 

Tyr Val Gin Lys Asn Arg Gly lie Asp Ser Glu Asp Ala . Tyr Pro Tyr 

75 80 85 

gtg gga cag gaa gag agt tgt atg tac aac cca aca ggc aag gca get 676 

Val Gly Gin Glu Glu Ser Cys Met Tyr Asn Pro Thr Gly Lys Ala Ala 

90 95 100 

aaa tgc aga ggg tac aga gag ate ccc gag ggg aat gag aaa gee ctg 724 

Lys Cys Arg Gly Tyr Arg Glu lie Pro Glu Gly Asn Glu Lys Ala Leu 

105 110 115 120 

aag agg gca gtg gee cga gtg gga cct gtc tct gtg gee att gat gca 772 

Lys Arg Ala Val Ala Arg Val Gly Pro Val Ser Val Ala lie Asp Ala 

125 130 135 

age ctg acc tec ttc cag ttt tac age aaa ggt gtg tat tat gat gaa 820 

Ser Leu Thr Ser Phe Gin Phe Tyr Ser Lys Gly Val Tyr Tyr Asp Glu 

140 145 150 

age tgc aat age gat aat ctg aac cat gcg gtt ttg gca gtg gga tat 8 68 

Ser Cys Asn Ser Asp Asn Leu Asn His Ala Val Leu Ala Val Gly Tyr 

155 160 165 

gga ate cag aag gga aac aag cac tgg ata att aaa aac age tgg gga 916 

Gly lie Gin Lys Gly Asn Lys His Trp lie lie Lys Asn Ser Trp Gly 

170 " * 175 180 

gaa aac tgg gga aac aaa gga tat ate etc atg get cga aat aag aac 964 

Glu Asn Trp Gly Asn Lys Gly Tyr lie Leu Met Ala Arg Asn Lys Asn 

185 190 195 200 

aac gee tgt ggc att gee aac ctg gee age ttc ccc aag atg tga 1009 

Asn Ala Cys Gly lie Ala Asn Leu Ala Ser Phe Pro Lys Met 

205 210 
ctccagccag ccaaatccat cctgctcttc catttcttcc acgatggtgc agtgtaacga 1069 



2 



tgcactttgg 


aagggagttg 


gtgtgctatt 


tttgaagcag 


atgtggtgat 


actgagattg 


1129 


tctgttcagt 


ttccccattt 


gtttgtgctt 


caaatgatcc 


ttcctacttt 


gcttctctcc 


1189 


acccatgacc 


tttttcactg 


tggccatcag 


gactttcccc 


tgacagctgt 


gtactcttag 


1249 


gctaagagat 


gtgactacag 


cctgcccctg 


actgtgttgt 


cccagggctg 


atgctgtaca 


1309 


ggtacaggct 


ggagattttc 


acataggtta 


gattctcatt 


cacgggacta 


gttagcttta 


1369 


agcaccctag 


aggactaggg 


taatctgact 


tctcacttcc 


taagttccct 


tctatatcct 


1429 


caaggtagaa 


atgtctatgt 


tttctactcc 


aattcataaa 


tctattcata 


agtctttggt 


1489 


acaagtttac 


atgataaaaa 


gaaatgtgat 


ttgtcttccc 


ttctttgcac 


ttttgaaata 


1549 


aagtatttat 


ctcctgtcta 


cagtttaata 


aatagcatct 


agtacacatt 


caaaaaaaaa 


1609 


aaaaaaaaaa 












1619 
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<211> 329 
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<212> PRT 




























<213> Homo sapiens 
























<400> 2 
































Gly 


Leu 


Lys 


Val 


Leu 


Leu 


Leu 


Pro 


Val 


Val 


Ser 


Phe 


Ala 


Leu 


-115 






-110 










■105 










•100 


Tyr Pro 


Glu 


Glu 


He 


Leu 


Asp 


Thr 


His 


Trp 


Glu 


Leu 


Trp 


Lys 


Lys 


Thr 






-95 










-90 










-85 




His Arg 


Lys 


Gin 


Tyr 


Asn 


Asn 


Lys 


Val 


Asp 


Glu 


He 


Ser 


Arg 


Arg 


Leu 


-80 










-75 










-70 






lie Trp 


Glu 


Lys 


Asn 


Leu 


i»ys 


Tyr 


i ±e 




± ± e 


nib 


As n 


Leu 






-65 










-60 










-55 








Ser Leu 


Gly 


Val 


His 


Thr 


Tyr 


Glu 


Leu 


Ala 


Met 


Asn 


His 


Leu 


Gly 


Asp 


-50 








-45 










-40 










Met Thr 


Ser 


Glu 


Glu 


Val 


Val 


Gin 


Lys 


Met 


Thr 


Gly 


Leu 


Lys 


Val 


Pro 


-35 








-30 










-25 










-20 


Leu Ser 


His 


Ser 


Arg 


Ser 


Asn 


Asp 


Thr 


Leu 


Tyr 


He 


Pro 


Glu 


Trp 


Glu 








-15 










-10 










-5 




Gly Arg 


Ala 


Pro 


Asp 


Ser 


Val 


Asp 


Tyr 


Arg 


Lys 


Lys 


Gly 


Tyr 


Val 


Thr 


-1 


1 








5 










10 








Pro Val 


Lys 


Asn 


Gin 


Gly 


Gin 


Cys 


Gly 


Ser 


Cys 


Trp 


Ala 


Phe 


Ser 


Ser 


15 








20 










25 










Val Gly 


Ala 


Leu 


Glu 


Gly 


Gin 


Leu 


Lys 


Lys 


Lys 


Thr 


Gly 


Lys 


Leu 


Leu 


30 








35 










40 










45 


Asn Leu 


Ser 


Pro 


Gin 


Asn 


Leu 


Val 


Asp 


Cys 


Val 


Ser 


Glu 


Asn 


Asp 


Gly 








50 










55 










60 




Cys Gly 


Gly 


Gly 


Tyr 


Met 


Thr 


Asn 


Ala 


Phe 


Gin 


Tyr 


Val 


Gin 


Lys 


Asn 




65 










70 










75 






Arg Gly 


He 


Asp 


Ser 


Glu 


Asp 


Ala 


Tyr 


Pro 


Tyr 


Val 


Gly 


Gin 


Glu 


Glu 


80 










85 










90 








Ser Cys 


Met 


Tyr 


Asn 


Pro 


Thr 


Gly 


Lys 


Ala 


Ala 


Lys 


Cys 


Arg 


Gly 


Tyr 


95 








100 










105 










Arg Glu 


He 


Pro 


Glu 


Gly 


Asn 


Glu 


Lys 


Ala 


Leu 


Lys 


Arg 


Ala 


Val 


Ala 


110 








115 










120 










125 


Arg Val 


Gly 


Pro 


Val 


Ser 


Val 


Ala 


He 


Asp 


Ala 


Ser 


Leu 


Thr 


Ser 


Phe 




130 










135 










140 




Gin Phe 


Tyr 


Ser 


Lys 


Gly 


Val 


Tyr 


Tyr 


Asp 


Glu 


Ser 


Cys 


Asn 


Ser 


Asp 



145 150 155 
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Asn 


Leu 


Asn 


HIS 


TV T _ 

Ala 


vai 


Leu 


ax a 


va i 


biy 


Tyr 


ui y 


Tip 
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\d± n 


Lys 


biy 






i fin 










X \J *J 










170 








Asn 


Lys 


His 


Trp 


He 


He 


Lys 


Asn 


Ser 


Trp 


Gly 


Glu 


Asn 


Trp 


Gly 


Asn 




175 










180 










185 










Lys 


Gly 


Tyr 


He 


Leu 


Met 


Ala 


Arg 


Asn 


Lys 


Asn 


Asn 


Ala 


Cys 


Gly 


He 


190 










195 










200 










205 


Ala 


Asn 


Leu 


Ala 


Ser 


Phe 


Pro 


Lys 


Met 

















210 



<210> 3 
<211> 26 
<212> DNA 

<213> Homo sapiens 
<400> 3 

gctaaggatc ctgggggctc aaggtt 26 



<210> 4 
<211> 26 
<212> DNA 

<213> Homo sapiens 
<400> 4 

gctaatctag atcacatctt ggggaa 26 



<210> 5 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Ala He Asp Ala Ser Leu Thr Ser Phe Gin Phe Tyr Ser Lys 
15 10 



<210> 6 

<211> 11 

<212> PRT- - 

<213> Homo sapiens 

<400> 6 

Tyr Asp Glu Ser Cys Asn Ser Asp Asn Leu Asn 
1 5 10 



<210> 7 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Trp Gly Leu Lys Val Leu Leu Leu Pro Val Val Ser Phe Ala Leu 
1 " " 5 10 15 

His Pro Glu Glu He Leu Asp Thr Gin Trp Glu Leu Trp Lys Lys Thr 
20 25 30 



4 



Tyr Ser Lys Gin Tyr Asn Ser Lys Val Asp Glu He Ser Arg Arg Leu 
35 40 45 

He Trp Glu Lys Asn Leu Lys His He Ser He His Asn Leu Glu Ala 
50 * 55 60 

Ser Leu Gly Val His Thr Tyr Glu Leu Ala Met Asn His Leu Gly Asp 
65 ' 70 " 75 80 

Met Thr Ser Glu Glu Val Val Gin Lys Met Thr Gly Leu Lys Val Pro 
85 90 95 

Pro Ser Arg Ser His Ser Asn Asp Thr Leu Tyr He Pro Asp Trp Glu 
100 105 110 

Gly Arg Thr Pro Asp Ser He Asp Tyr Arg Lys Lys Gly Tyr Val Thr 
115 120 125 

Pro Val Lys Asn Gin Gly Gin Cys Gly Ser Cys Trp Ala Phe Ser Ser 
130 135 140 

Val Gly Ala Leu Glu Gly Gin Leu Lys Lys Lys Thr Gly Lys Leu Leu 
145 " 150 155 160 

Asn Leu Ser Pro Gin Asn Leu' Val Asp Cys- Val Ser Glu Asn Tyr Gly 
165 170 175 

Cys Gly Gly Gly Tyr Met Thr Asn Ala Phe Gin Tyr Val Gin Arg Asn 
180 185 190 

Arg Gly He Asp Ser Glu Asp Ala Tyr Pro Tyr Val Gly Gin Asp Glu 
195 200 205 

Ser Cys Met Tyr Asn Pro Thr Gly Lys Ala Ala Lys Cys Arg Gly Tyr 
210 215 220 

Arg Glu He Pro Glu Gly Asn Glu Lys Ala Leu Lys Arg Ala Val Ala 
225 230 235 240 

Arg Val Gly Pro Val Ser Val Ala He Asp Ala Ser Leu Thr Ser Phe 
245 250 255 

Gin Phe Tyr Ser Lys Gly Val Tyr Tyr Asp Glu Asn Cys Ser Ser Asp 
260 265 270 

Asn Val Asn His Ala Val Leu Ala Val Gly Tyr Gly He Gin Lys Gly 
275 280 285 

Asn Lys His Trp He He Lys Asn Ser Trp Gly Glu Ser Trp Gly Asn 
290 295 300 

Lys Gly Tyr He Leu Met Ala Arg Asn Lys Asn Asn Ala Cys Gly He 
305 ~ 310 315 320 

Ala Asn Leu Ala Ser Phe Pro Lys Met 

. 325 



<210> 8 
<211> 331 



5 



<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Lys Arg Leu Val Cys Val Leu Leu Val Cys Ser Ser Ala Val Ala 
1 ' 5 10 15 

Gin Leu His Lys Asp Pro Thr Leu Asp His His Trp His Leu Trp Lys 
20 25 30 

Lys Thr Tyr Gly Lys Gin Tyr Lys Glu Lys Asn Glu Glu Ala Val Arg 
35 ^ 40 45 

Arg Leu lie Trp Glu Lys Asn Leu Lys Phe Val Met Leu His Asn Leu 
50 55 60 

Glu His Ser Met Gly Met His Ser Tyr Asp Leu Gly Met Asn His Leu 
65 70 75 80 

Gly Asp Met Thr Ser Glu Glu Val Met Ser Leu Thr Ser Ser Leu Arg 
85 90 95 

Val Pro Ser Gin Trp Gin Arg Asn lie Thr Tyr Lys Ser Asn Pro Asn 
100 105 110 

Arg lie Leu Pro Asp Ser Val Asp Trp Arg Glu Lys Gly Cys Val Thr 
115 120 125 

Glu Val Lys Tyr Gin Gly Ser Cys Gly Ala Cys Trp Ala Phe Ser Ala 
130 * 135 140 

Val Gly Ala Leu Glu Ala Gin Leu Lys Leu Lys Thr Gly Lys Leu Val 
145 * 150 155 160 

Thr Leu Ser Ala Gin Asn Leu Val Asp Cys Ser Thr Glu Lys Tyr Gly 
165 170 175 

Asn Lys Gly Cys Asn Gly Gly Phe Met Thr Thr Ala Phe Gin Tyr lie 
180 185 190 

lie Asp Asn Lys Gly lie Asp Ser Asp Ala Ser Tyr Pro Tyr Lys Ala 
195 200 205 

Met Asp Gin Lys Cys Gin Tyr Asp Ser Lys Tyr Arg Ala Ala Thr Cys 
210 215 220 

Ser Lys Tyr Thr Glu Leu Pro Tyr Gly Arg Glu Asp Val Leu Lys Glu 
225 230 235 240 

Ala Val Ala Asn Lys Gly Pro Val Ser Val Gly Val Asp Ala Arg His 
245 250 255 

Pro Ser Phe Phe Leu Tyr Arg Ser Gly Val Tyr Tyr Glu Pro Ser Cys 
260 265 270 



Thr Gin Asn Val Asn His Gly Val Leu Val Val Gly Tyr Gly Asp Leu 

275 280 285 

Asn Gly Lys Glu Tyr Trp Leu Val Lys Asn Ser Trp Gly His Asn Phe 

290 295 300 
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Gly Glu Glu Gly Tyr lie Arg Met Ala Arg Asn Lys Gly Asn His Cys 
305 310 315 320 



Gly He Ala Ser Phe Pro Ser Tyr Pro Glu He 
325 330 



<210> 9 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Asn Pro Thr Leu He Leu Ala Ala Phe Cys Leu Gly He Ala Ser 
15 10 15 

Ala Thr Leu Thr Phe Asp His Ser Leu Glu Ala Gin Trp Thr Lys Trp 
20 25 30 

Lys Ala Met His Asn Arg Leu Tyr Gly Met Asn Glu Glu Gly Trp Arg 
35 40 45 

Arg Ala Val Trp Glu Lys Asn Met Lys Met He Glu Leu His Asn Gin 
50 55 60 

Glu Tyr Arg Glu Gly Lys His Ser Phe Thr Met Ala Met Asn Ala Phe 
65 ' 70 75 80 

Gly Asp .Met Thr Ser Glu Glu Phe Arg Gin Val Met Asn Gly Phe Gin 
85 90 95 

Asn Arg Lys Pro Arg Lys Gly Lys Val Phe Gin Glu Pro Leu Phe Tyr 
100 " 105 110 

Glu Ala Pro Arg Ser Val Asp Trp Arg Glu Lys Gly Tyr Val Thr Pro 
115 120 125 

Val Lys Asn Gin Gly Gin Cys Gly Ser Cys Trp Ala Phe Ser Ala Thr 
130 135 140 

Gly Ala Leu Glu Gly Gin Met Phe Arg Lys Thr Gly Arg Leu He Ser 
145 150 155 160 

Leu Ser Glu Gin Asn Leu Val Asp Cys Ser Gly Pro Gin Gly Asn Glu 
165 170 175 

Gly Cys Asn Gly Gly Leu Met Asp Tyr Ala- Phe Gin Tyr Val Gin Asp 
180 " 185 190 

Asn Gly Gly Leu Asp Ser Glu Glu Ser Tyr Pro Tyr Glu Ala Thr Glu 
195 200 205 

Glu Ser Cys Lys Tyr Asn Pro Lys Tyr Ser Val Ala Asn Asp Thr Gly 
210 ^ - 215 220 

Phe Val Asp He Pro Lys Gin Glu Lys Ala Leu Met Lys Ala Val Ala 
225 230 235 240 

Thr Val Gly Pro He Ser Val Ala He Asp Ala Gly His Glu Ser Phe 
245 250 255 
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Leu Phe Tyr Lys Glu Gly lie Tyr Phe Glu Pro Asp Cys Ser Ser Glu 
260 265 270 



Asp Met Asp His Gly Val Leu Val 
275 280 

Glu Ser Asp Asn Asn Lys Tyr Trp 
290 295 

Glu Trp Gly Met Gly Gly Tyr Val 
305 * ~ 310 

His Cys Gly lie Ala Ser Ala Ala 
325 



Val Gly Tyr Gly Phe Glu Ser Thr 
285 

Leu Val Lys Asn Ser Trp Gly Glu 
300 

Lys Met Ala Lys Asp Arg Arg Asn 
315 320 

Ser Tyr Pro Thr Val 
330 



<210> 10 
<211> 335 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Trp Ala Thr Leu Pro Leu Leu Cys Ala Gly Ala Trp Leu Leu Gly 
1 5 10 15 

Val Pro Val Cys Gly Ala Ala Glu Leu Ser Val Asn- Ser Leu Glu Lys 
20 " 25 30 

Phe His Phe Lys Ser Trp Met Ser Lys His Arg Lys Thr Tyr Ser Thr 
35 ~ 40 45 

Glu Glu Tyr His His Arg Leu Gin Thr Phe Ala Ser Asn Trp Arg Lys 
50 55 60 

lie Asn Ala His Asn Asn Gly Asn His Thr Phe Lys Met Ala Leu Asn 
65 70 75 80 

Gin Phe Ser Asp Met Ser Phe Ala Glu lie Lys His Lys Tyr Leu Trp 
85 90 95 

Ser Glu Pro Gin Asn Cys Ser Ala Thr Lys Ser Asn Tyr Leu Arg Gly 
100 105 110 

Thr Gly Pro Tyr Pro Pro Ser Val Asp Trp Arg Lys Lys Gly Asn Phe 
115 120 125 

Val Ser Pro Val Lys Asn Gin Gly Ala Cys Gly Ser Cys Trp Thr Phe 
130 ~ 135 140 

Ser Thr Thr Gly Ala Leu Glu Ser Ala lie Ala He Ala Thr Gly Lys 
145 - ' 150 155 160 



Met Leu Ser Leu Ala Glu Gin Gin Leu Val Asp Cys Ala Gin Asp Phe 
165 170 175 

Asn Asn Tyr Gly Cys Gin Gly Gly Leu Pro Ser Gin Ala Phe Glu Tyr 
180 185 190 

He Leu Tyr Asn Lys Gly He Met Gly Glu Asp Thr Tyr Pro Tyr Gin 



8 



195 200 205 

Gly Lys Asp Gly Tyr Cys Lys Phe Gin Pro Gly Lys Ala He Gly Phe 
210 215 220 

Val Lys Asp Val Ala Asn He Thr He Tyr Asp Glu Glu Ala Met Val 
225 " 230 235 240 

Glu Ala Val Ala Leu Tyr Asn Pro Val Ser Phe Ala Phe Glu Val Thr 
245 250 255 

Gin Asp Phe Met Met Tyr Arg Thr Gly lie Tyr Ser Ser Thr Ser Cys 
260 265 270 

His Lys Thr Pro Asp Lys Val Asn His Ala Val Leu Ala Val Gly Tyr 
275 280 285 

Gly Glu Lys Asn Gly He Pro Tyr Trp He Val Lys Asn Ser Trp Gly 
290 295 300 

Pro Gin Trp Gly Met Asn Gly Tyr Phe Leu He Glu Arg Gly Lys Asn 
305 310 315 320 

Met Cys Gly Leu Ala Ala Cys Ala Ser Tyr Pro He Pro Leu Val 
325 330 335 



<210> 11 
<211> 339 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Trp Gin Leu Trp Ala Ser Leu Cys Cys Leu Leu Val Leu Ala Asn 
1 5 10 15 

Ala Arg Ser Arg Pro Ser Phe His Pro Leu Ser Asp Glu Leu Val Asn 
20 25 30 

Tyr Val Asn Lys Arg Asn Thr Thr Trp Gin Ala Gly His Asn Phe Tyr 
35 .40 45 

Asn Val Asp Met Ser Tyr Leu Lys Arg Leu Cys Gly Thr Phe Leu Gly 
50 55 60 

Gly Pro Lys Pro Pro Gin Arg Val Met Phe Thr Glu Asp Leu Lys Leu 
65 70 75 80 

Pro Ala Ser Phe Asp Ala Arg Glu Gin Trp Pro Gin Cys Pro Thr He 
85 90 95 

Lys Glu He Arg Asp Gin Gly Ser Cys Gly Ser Cys Trp Ala Phe Gly 
100 105 HO 

Ala Val- Glu Ala lie Ser Asp Arg He Cys He His Thr Asn Ala His 
115 120 125 

Val Ser Val Glu Val Ser Ala Glu Asp Leu Leu Thr Cys Cys Gly Ser 
130 135 140 

Met Cys Gly Asp Gly Cys Asn Gly Gly Tyr Pro Ala Glu Ala Trp Asn 
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145 150 155 160 

Phe Trp Thr Arg Lys Gly Leu Val Ser Gly Gly Leu Tyr Glu Ser His 
165 170 175 

Val Gly Cys Arg Pro Tyr Ser lie Pro Pro Cys Glu His His Val Asn 
180 185 190 

Gly Ser Arg Pro Pro Cys Thr Gly Glu Gly Asp Thr Pro Lys Cys Ser 
195 200 205 

Lys lie Cys Glu Pro Gly Tyr Ser Pro Thr Tyr Lys Gin Asp Lys His 
210 ~ 215 220 

Tyr Gly Tyr Asn Ser Tyr Ser Val Ser Asn Ser Glu Lys Asp lie Met 
225 230 235 240 

Ala Glu lie Tyr Lys Asn Gly Pro Val Glu Gly Ala Phe Ser Val Tyr 
245 250 255 

Ser Asp Phe Leu Leu Tyr Lys .Ser Gly Val Tyr Gin His Val Thr Gly 
260 265 270 

Glu Met Met Gly Gly His Ala lie Arg lie Leu Gly Trp Gly Val Glu 
275 280 . 285 

Asn Gly Thr Pro Tyr Trp Leu Val Ala Asn Ser Trp Asn Thr Asp Trp 
290 295 300 

Gly Asp Asn Gly Phe Phe Lys lie Leu Arg Gly Gin Asp His Cys Gly 
305 310 315 320 

lie Glu Ser Glu Val Val Ala Gly lie Pro Arg Thr Asp Gin Tyr Trp 
325 330 . 335 

Glu Lys lie 



<210> 12 

<211> 412 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Gin Pro Ser Ser Leu Leu Pro Leu Ala Leu Cys Leu Leu Ala Ala 
1 5 10 15 

Pro Ala Ser Ala Leu Val Arg lie Pro Leu His Lys Phe Thr Ser lie 
20 25 30 



Arg Arg Thr Met Ser Glu Val Gly Gly Ser Val Glu Asp Leu lie Ala 
35 40 45 

Lys. Gly Pro Val Ser Lys Tyr Ser Gin Ala Val Pro Ala Val Thr Glu 

50 55 .60 . 

Gly Pro lie Pro Glu Val Leu Lys Asn Tyr Met Asp Ala Gin Tyr Tyr 
65 70 75 80 
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Gly Glu lie Gly lie Gly Thr Pro Pro Gin Cys Phe Thr Val Val Phe 
85 ~ 90 95 

Asp Thr Gly Ser Ser Asn Leu Trp Val Pro Ser lie His Cys Lys Leu 
100 105 110 

Leu Asp lie Ala Cys Trp lie His His Lys Tyr Asn Ser Asp Lys Ser 
115 120 125 

Ser Thr Tyr Val Lys Asn Gly Thr Ser Phe Asp lie His Tyr Gly Ser 
130 135 140 

Gly Ser Leu Ser Gly Tyr Leu Ser Gin Asp Thr Val Ser Val Pro Cys 
145 150 155 ^ 160 

Gin Ser Ala Ser Ser Ala Ser Ala Leu Gly Gly Val Lys Val Glu Arg 
165 170 175 

Gin Val Phe Gly Glu Ala Thr Lys Gin Pro Gly lie Thr Phe lie Ala 
180 185 190 

Ala Lys Phe Asp Gly lie Leu Gly Met Ala Tyr Pro Arg lie Ser Val 
195 200 205 

Asn Asn Val Leu Pro Val Phe Asp' Asn Leu Met Gin Gin Lys Leu Val 
210 215 220 

Asp Gin Asn lie Phe Ser Phe Tyr Leu Ser Arg Asp Pro Asp Ala Gin 
225 230 * 235 240 

Pro Gly Gly Glu Leu Met Leu Gly Gly Thr Asp Ser Lys Tyr Tyr Lys 
245 250 255 

Gly Ser Leu Ser Tyr Leu Asn Val Thr Arg Lys Ala Tyr Trp Gin Val 
260 265 270 

His Leu Asp Gin Val Glu Val Ala Ser Gly Leu Thr Leu Cys Lys Glu 
275 280 285 

Gly Cys Glu Ala lie Val Asp Thr Gly Thr Ser Leu Met Val Gly Pro 
290 ' 295 300 

Val Asp Glu Val Arg Glu Leu Gin Lys Ala lie Gly Ala Val Pro Leu 
305 310 315 320 

lie Gin Gly Glu Tyr Met lie Pro Cys Glu Lys Val Ser Thr Leu Pro 
325 330 335 

Ala lie Thr Leu Lys Leu Gly Gly Lys Gly Tyr Lys Leu Ser Pro Glu 
340 345 350 

Asp Tyr Thr Leu Lys Val Ser Gin Ala Gly Lys Thr Leu Cys Leu Ser 
355 360 365 

Gly Phe Met Gly Met Asp lie Pro Pro Pro Ser Gly Pro Leu Trp lie 
370 375 380 

Leu Gly Asp Val Phe lie Gly Arg Tyr Tyr Thr Val Phe Asp Arg Asp 
385 390 395 400 

Asn Asn Arg Val Gly Phe Ala Glu Ala Ala Arg Leu 
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405 



410 



<210> 13 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Lys Thr Leu Leu Leu Leu Leu Leu Val Leu Leu Glu Leu Gly Glu 
1 5 10 15 

Ala Gin Gly Ser Leu His Arg Val Pro Leu Arg Arg His Pro Ser Leu 

20 25 " ' 30 

Lys Lys Lys Leu Arg Ala Arg Ser Gin Leu Ser Glu Phe Trp Lys Ser 
35 40 45 

His Asn Leu Asp Met lie Gin Phe Thr Glu Ser Cys Ser Met Asp Gin 
50 55 60 

Ser Ala Lys Glu Pro Leu lie Asn Tyr Leu Asp Met Glu Tyr Phe Gly 
65 70 75 80 

Thr lie Ser lie Gly Ser Pro Pro Gin Asn Phe Thr Val lie Phe Asp 
8 5 90 95 

Thr Gly Ser Ser Asn Leu Trp Val Pro Ser Val Tyr Cys Thr Ser Pro 
100 105 110 

Ala Cys Lys Thr His Ser Arg Phe Gin Pro Ser Gin Ser Ser Thr Tyr 
115 120 125 

Ser Gin Pro Gly Gin Ser Phe Ser lie Gin Tyr Gly Thr Gly Ser Leu 
130 135 140 

Ser Gly lie lie Gly Ala Asp Gin Val Ser Val Glu Gly Leu Thr Val 
145 150 155 160 

Val Gly Gin Gin Phe Gly Glu Ser Val Thr Glu Pro Gly Gin Thr Phe 
165 170 175 

Val Asp Ala Glu Phe Asp Gly lie Leu Gly Leu Gly Tyr Pro Ser Leu 
180 185 ~ 190 

Ala Val Gly Gly Val Thr Pro Val Phe Asp Asn Met Met Ala Gin Asn 
195 200 205 

Leu Val Asp Leu Pro Met Phe Ser Val Tyr Met Ser Ser Asn Pro Glu 
210 215 220 

Gly Gly Ala Gly Ser Glu Leu lie Phe Gly Gly Tyr Asp His Ser His 
225 230 235 240 

Phe Ser Gly Ser Leu Asn Trp Val Pro Val Thr Lys Gin Ala Tyr Trp 
245 250 255 

Gin lie Ala Leu Asp Asn lie Gin Val Gly Gly Thr Val Met Phe Cys 
260 265 270 

Ser Glu Gly Cys Gin Ala lie Val Asp Thr Gly Thr Ser Leu lie Thr 
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275 



280 



285 



Gly Pro Ser Asp 
290 

Pro Val Asp Gly 
305 

Pro Asp Val Thr 



Thr Ala Tyr Thr 
340 

Ser Gly Phe Gin 
355 

lie Leu Gly Asp 
370 

Gly Asn Asn Arg 
385 



Lys lie Lys Gin 
2 95 

Glu Tyr Ala Val 
310 

Phe Thr lie Asn 
325 

Leu Leu Asp Phe 



Gly Leu Asp lie 
360 

Val Phe He Arg 
375 

Val Gly Leu Ala 
390 



Leu Gin Asn Ala 
300 

Glu Cys Ala Asn 
315 

Gly Val Pro Tyr 
330 

Val Asp Gly Met 
345 

His Pro Pro /Via 



Gin Phe Tyr Ser 
380 

Pro Ala Val Pro 
395 



He Gly Ala Ala 



Leu Asn Val Met 
320 

Thr Leu Ser Pro 
335 

Gin Phe Cys Ser 
350 

Gly Pro Leu Trp 
365 

Val Phe Asp Arg 



<210> 14 

<211> 255 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Gin Pro Leu Leu Leu Leu Leu Ala Phe Leu Leu Pro Thr Gly Ala 
15 10 15 

Glu Ala Gly Glu He He Gly Gly Arg Glu Ser Arg Pro His Ser Arg 
20 25 30 

Pro Tyr Met Ala Tyr Leu Gin He Gin Ser Pro Ala Gly Gin Ser Arg 
35 40 45 

Cys Gly Gly Phe Leu Val Arg Glu Asp Phe Val Leu Thr Ala Ala His 
50 55 60 

Cys Trp Gly Ser Asn lie Asn Val Thr Leu Gly Ala His Asn He Gin 
65 70 75 80 

Arg Arg Glu Asn Thr Gin Gin His He Thr Ala Arg Arg Ala He Arg 
85 90 " 95 



His Pro Gin Tyr Ash Gin Arg Thr He Gin Asn Asp He Met Leu Leu 
100 105 110 

Gin Leu Ser Arg Arg Val Arg Arg Asn Arg Asn Val Asn Pro Val Ala 
115 120 125 

Leu Pro Arg Ala Gin Glu Gly Leu Arg Pro Gly Thr Leu Cys Thr Val 
130 135 ' 140 

Ala Gly Trp Gly Arg Val Ser Met Arg Arg Gly Thr Asp Thr Leu Arg 
145 150 155 - 160 
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Glu Val Gin Leu Arg Val Gin Arg Asp Arg Gin Cys Leu Arg lie Phe 
165 170 ~ 175 



Gly Ser Tyr Asp Pro Arg Arg Gin 
180 

Arg Lys Ala Ala Phe Lys Gly Asp 
195 ~ ~ 200 

Asn Val Ala His Gly He Val Ser 
210 215 

Pro Glu Val Phe Thr Arg Val Ser 
225 230 

Thr Met Arg Ser Phe Lys Leu Leu 
245 



He Cys Val Gly Asp Arg Arg Glu 
185 190 

Ser Gly Gly Pro Leu Leu Cys Asn 
205 

Tyr Gly Lys Ser Ser Gly Val Pro 
220 

Ser Phe Leu Pro Trp He Arg Thr 
235 240 

Asp Gin Met Glu Thr Pro Leu 
250 255 
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